Stpurp_XP_003726050.1_retinal_homeobox_protein_Rax_[Strongylocentrotus_purpuratus]

0,89

Sakowa_XP_002741182.1_PREDICTED_segmentation_polarity_homeobox_protein_engrailed-like_[Saccoglossus_kowalevskii]

|— Brlanc.Msx-like_ BLAG04001902

I— Brbelc_XP_019646152.1_PREDICTED_homeobox_protein_MSX-3-like_isoform_X21_[Branchiostoma_belcheri]

| 1
Brlanc_BLAG03001048_1

0,75

0,05

Stpurp_XP_030841140.1_homeodomain_protein_isoform_X1_[Strongylocentrotus_purpuratus]

Sakowa_NP_001158403.1_msh_homeobox_[Saccoglossus_kowalevskii]

0,95

I—O,99
Brbelc_XP_019630881.1_PREDICTED_homeobox_protein_vab-15-like_[Branchiostoma_belcheri]

Phmamm_gi|1834493193|emb|CAB3264036.1|MTP2014.5236.9g05895|_msxb_[Phallusia_mammillata]

0,97

Ciinte_NP_001027668.1_msxb_homeoprotein_[Ciona_intestinalis]

0,04

Moocci.CG.ELvl_2.S557064.921654.01.p

0,79

Pemari_XP_032808441.1_homeobox_protein_MSX-2_[Petromyzon_marinus]

Pemari_XP_032806760.1_homeobox_protein_MSX-2_[Petromyzon_marinus]

Sccani_XP_038639135.1_homeobox_protein_MSH-C_[Scyliorhinus_canicula]

0,8

0,82

Dareri_NP_571347.2_homeobox_protein_MSH-C_[Danio_rerio]

0,82

Dareri_NP_571335.1_homeobox_protein_MSH-B_[Danio_rerio]

0,17

Dareri_NP_571348.1_homeobox_protein_MSX-1_[Danio_rerio]

.96

Sccani_XP_038648510.1_homeobox_protein_MSX-1a_[Scyliorhinus_canicula]

0,32

Hosapi_NP_002439.2_homeobox_protein_MSX-1_[Homo_sapiens]

0,8

Xetrop_NP_001032329.1_homeobox_protein_MSX-1_[Xenopus_tropicalis]

Dareri_NP_571351.3_homeobox_protein_MSH-D_[Danio_rerio]

0,94

0,96

Dareri_NP_001025440.1_homeobox_protein_MSH-A_[Danio_rerio]

Sccani_XP_038651419.1_homeobox_protein_MSX-2_[Scyliorhinus_canicula]

0,83
Hosapi_NP_002440.2_homeobox_protein_MSX-2_isoform_1_[Homo_sapiens]

0,94

Xetrop_XP_002936749.1_homeobox_protein_MSX-2_[Xenopus_tropicalis]

0.7

Harore.CG.MTP2014.571.g09264.01.p



